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APPLICANT: ERIKSSON, Ulf 

AASE, Karin 

LI, Xuri 

PONTEN, Annica 

UUTELA, Marko 

ALITALO, Kari 

OESTMAN, Arne 

HELDIN, Carl-Henrik 

TITLE OF INVENTION: PLATELET 



DERIVED GROWTH FACTOR D, DNA CODING THEREFOR AND 



FILE REFERENCE: 1064/44833C2 

CURRENT APPLICATION NUMBER: US/10/086,623 

CURRENT FILING DATE: 2000-03-04 

PRIOR APPLICATION NUMBER: US 60/107,852 

1998-11-10 
NUMBER: US 60/113,997 

1998- 12-28 
NUMBER: US 60/150,604 

1999- 08-26 



PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 



PRIOR APPLICATION NUMBER: US 60/157,108 
PRIOR FILING DATE: 1999-10-04 

APPLICATION NUMBER: US 60/157,756 



PRIOR 
PRIOR 
PRIOR 
PRIOR 



FILING DATE 
APPLICATION 
FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
NUMBER OF SEQ ID 



1999-10-05 
NUMBER: US 09/438,046 

1999- 11-10 
NUMBER: US 09/691,200 

2000- 10-19 
NOS : 4 2 



SOFTWARE: Patentln version 3.1 
SEQ ID NO: 1 
LENGTH: 360 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 1 

aattgtggct gtggaactgt caactggagg tcctgcacat gcaattcagg gaaaaccgtg 
aaaaagtatc atgaggtatt acagtttgag cctggccaca tcaagaggag gggtagagct 
aagaccatgg ctctagttga catccagttg gatcaccatg aacgatgtga ttgtatctgc 
agctcaagac cacctcgata agagaatgtg cacatcctta cattaagcct gaaagaacca 
ttagtttaag gagggtgaga taagagaccc ttttcctacc agcaaccaga cttactacta 
gcctgcaatg caatgaacac aagtggttgc tgagtctcag ccttgctttg ttaatgccat 
<210> SEQ ID NO: 2 
<211> LENGTH: 66 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 



60 
120 
180 
240 
300 
360 



file.7/C:\CRF3\Outhold\VsrJ086623.htm 



3/14/02 



Page 2 of 7 



RAW SEQUENCE LISTING DATE: 03/14/2002 

PATENT APPLICATION: US/10/086,623 TIME: 12:27:56 

Input Set : A:\10086623.txt 

Output Set: N:\CRF3\03142002\J086623.raw 

87 <400> SEQUENCE: 2 

89 Asn Cys Gly Cys Gly Thr Val Asn Trp Arg Ser Cys Thr Cys Asn Ser 

90 1 5 10 15 

93 Gly Lys Thr Val Lys Lys Tyr His Glu Val Leu Gin Phe Glu Pro Gly 

94 20 25 30 

97 His lie Lys Arg Arg Gly Arg Ala Lys Thr Met Ala Leu Val Asp lie 

98 35 40 45 

101 Gin Leu Asp His His Glu Arg Cys Asp Cys He Cys Ser Ser Arg Pro 

102 50 55 60 

105 Pro Arg 

106 65 

109 <210> SEQ ID NO: 3 

111 <211> LENGTH: 690 

113 <212> TYPE: DNA 

115 <213> ORGANISM: Homo sapiens 

119 <400> SEQUENCE: 3 

120 ggaagatttc caacccgcag cagcttcaga gaccaactgg aatctgtcac aagctctgtt 60 
122 tcagggtatc cctataactc tccatcagta acggatccca ctctgattgc ggatgctctg 120 
124 gacaaaaaaa ttgcagaatt tgatacagtg gaagatctgc tcaagtactt caatccagag 180 
126 tcatggcaag aagatcttga gaatatgtat ctggacaccc ctcggtatcg aggcaggtca 240 
128 taccatgacc ggaagtcaaa agttgacctg gataggctca atgatgatgc caagcgttac 300 
130 agttgcactc ccaggaatta ctcggtcaat ataagagaag agctgaagtt ggccaatgtg 360 
132 gtcttctttc cacgttgcct cctcgtgcag cgctgtggag gaaattgtgg ctgtggaact 420 
134 gtcaaactgg agtcctgcac atgcaattca gggaaaaccg tgaaaaagta tcatgaggta 480 
136 ttacagtttg agcctggcca catcaagagg aggggtagag ctaagaccat ggctctagtt 540 

13 8 gacatccagt tggatcacca tgaacgatgc gattgtatct gcagctcaag accacctcga 600 

14 0 taagagaatg tgcacatcct tacattaagc ctgaaagaac ctttagttta aggagggtga 660 
142 gataagagac ccttttccta ccagcaaccc 690 
145 <210> SEQ ID NO: 4 

147 <211> LENGTH: 200 

149 <212> TYPE: PRT 

151 <213> ORGANISM: Homo sapiens 

155 <400> SEQUENCE: 4 

157 Gly Arg Phe Pro Thr Arg Ser Ser Phe Arg Asp Gin Leu Glu Ser Val 

158 1 5 10 15 

161 Thr Ser Ser Val Ser Gly Tyr Pro Tyr Asn Ser Pro Ser Val Thr Asp 

162 20 25 30 

165 Pro Thr Leu He Ala Asp Ala Leu Asp Lys Lys He Ala Glu Phe Asp 

166 35 40 45 

169 Thr Val Glu Asp Leu Leu Lys Tyr Phe Asn Pro Glu Ser Trp Gin Glu 

170 50 55 60 

17 3 Asp Leu Glu Asn Met Tyr Leu Asp Thr Pro Arg Tyr Arg Gly Arg Ser 
174 65 70 75 80 

177 Tyr His Asp Arg Lys Ser Lys Val Asp Leu Asp Arg Leu Asn Asp Asp 

178 85 90 95 

181 Ala Lys Arg Tyr Ser Cys Thr Pro Arg Asn Tyr Ser Val Asn He Arg 

182 100 105 110 

185 Glu Glu Leu Lys Leu Ala Asn Val Val Phe Phe Pro Arg Cys Leu Leu 

186 115 120 125 
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Val 


Asn 


Trp Arg Ser Cys 


Thr 


Cys 


Asn 


Ser 


424 








260 










265 




270 






427 


Gly 


Lys 


Thr 


Val 


Lys 


Lys 


Tyr 


His 


Glu Val Leu Gin 


Phe 


Glu 


Pro 


Gly 


428 






275 










280 




285 








431 


His 


He 


Lys 


Arg 


Arg 


Gly 


Arg 


Ala 


Lys Thr Met Ala 


Leu 


Val 


Asp 


He 


432 




290 










295 




300 










435 


Gin 


Leu 


Asp 


His 


His 


Glu 


Arg 


Cys 


Asp Cys He Cys 


Ser 


Ser 


Arg 


Pro 


436 


305 










310 






315 








320 


439 


Pro 


Arg 
























443 


<210> SEQ ID NO: 


7 


















445 


<211> LENGTH: 2253 


















447 


<212> TYPE: 


DNA 




















449 


<213> ORGANISM: 


Homo sapiens 













Use of n and / or Xaa has been detected in the 
Sequence Listing. Review the Sequence Listing 
to ensure a corresponding explanation is present 
m the <220> to <223> fields of each sequence 
using n or Xaa 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/086,623 



DATE: 03/14/2002 
TIME: 12:27:57 



Input Set : A:\10086623.txt 

Output Set: N:\CRF3\03142002\J086623.raw 



L:19 M:270 C: Current Application Number differs, Replaced Current Application No 
L:19 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:1458 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:25 

L:2205 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS-.1 

L:2206 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:42 

L:2206 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS:1 
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